“Are these autofluorescences in the room with us right now?”

P
I UNIVERSITY of MARYLAND Quantifying impact of autofluorescence variation on unmixing
\ SCHOOL OF MEDICINE David Rachl, Kirsten E. Lyke2, Cristiana Cairo3

1 Molecular Microbiology and Immunology Graduate Program, University of Marfyland School of Medicine, Baltimore, USA 2 Center for Vaccine Development and Global Health,
University of Maryland School of Medicine, Baltimore, USA 3 Department of Microbiology and Immunology, University of Maryland School of Medicine, Baltimore, USA

Introduction Results
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